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sequence conesponding .0 the seguenceofaiHIIS [entire untt^slated 3' region (3'- 
, ^^~tm!ieribon^^ j^^^^^ 

houselceepmg gene or a eonsecutive sequence segment of said 3'UTR] wherein the 

^'^"^^^^'^"^aemaions^^ 

™etsynthetic]o,igonudeotide.^^0tote2£ as set forth in claim . [5] wherein 

eo.o„„,,cotide«^p^,,,e,ue„ce corresponding .0 the [ent^^^ 
- ^ °f ^iMnan or mouse rihonnclentide reducjaseRl mRNA [for the Rl 
component] MrtlUnSEaiDNoa [(SEQ ID No: , ) of or segment the^of 
substantially fee office coding sequence of ribonucleotide reductase protein Rl]. 

The [syntitetic] oligonucIeotide^MgrnM as set forth in claim 6 wherein the 
ohgonucleotide consErises [segment has] a sequence as set forth in SEQJDN^ 45 
46.47. 4S crM (Table 4]. ^ — 

The [synthetic] oligonucleotide.oran,loguejha^ as set forfl, in claim 6 wherein the 
ohgonucleotide comEnses [segment has] a sequence as set forth in SEQ ID No: 45. 

The [synthetic] olig„„ucleo,ide.otaDa!sgasJheBs£ as set forth in claim 1 [5] wherein 
heohgonucleotide«,p,,3]asequence corresponding to theten.^^^^^ 
- '^^ °f a ''"■"an or mouse ri hon„cl..,M. p. ^^^^ ^ 

component] mjSLM3unmmmZ [(SEQ ID N„:2) of or segment thereof 
substanttally free of d,e coding sequenceofribonucleotidcductase protein R2]. 
The [synthetic] oligonucleotide^^^otelieje^ ^ .„ ^ ^^^^.^ 

ohgonucleotide comEnses [segment has] a sequence as set forth in SEajDNo^T 8 

33.34,35.36 37 38.39.40 41 AO [j^ble 5]. 

The [synthetic] oligonucleotide.Mgueteo£ as set for* in claim 9 wherein the 
ohgonucleotide comErises [segment has] a sequence as set forth in SEQ ID Nos- 6 7 8 
9, 10. 1 1^ nr [-]n "^^^ 
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«^Iac.ivei„g.edie„,assetfor«,i„e,ai.,andaph™M^ 
physiologically acceptable carrier or diluent. 

seque„ce,he.eo£oraribozy™ec„„prisi„gase,ue„c.comp,em^^^ 
po«,o„ofsaidu™,anaaphax„«eeu«ca,I,physi^ 

2^ a taa^^unsm^i^ ^ ^^^^^^^^ 

2-e«,e.of.„ra„bozy™ec„„prisi„gase,ue„oeco™p,^ 
^^2o„ofsa.dUTR,a„aapha™.ceu&a,,yphysio,ogioa,ty^ 

A^han„aceu«oalco™p„.,io„fo.i„hibi,„e„e,as..^ 

f—--»«of, an effective a™„u„,„fat,ea3to„e~~ 
|te«[ac,ivei„g.die„qasse.fo*i„e,ai™9t.or.hea„«se„^^ 
.he.of^oran„^„eco.pHsingase,ue„ceco.^^^^^^^ 
UTR], and apharmaceutically physiologically acceptable earner ordiluen,. 

Aphannaceutical composition formhibittag [modulating] tumorigenicity of [a] 
2;7;;'--!~~»[»a™™a,co„s.s,ing„q^ 
-ountofa, east t„o[ac,ivei„g.dients selected fromjoligonucleotides.,,^^ 

conseouttve nucleotides thereof substantially feeofthe coding sequence 
oflnbonueleotidereductaseproteinRl or R2 respectively or the antisense sequences 
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